mitochondrial

CNPSFGGIGKGHLMREVDALDGLCS
RICDQSGVHYKVLNRRKGPAVWGLR
AQIDRKLYKQNMOQKEILNTPLLTVQ
EGAVEDLILTEPEPEHTGKCRVSGVV
LVDGSTVYAESVILTTGTFLRGMIVIG
LETHPAGRLGDQPSIGLAQTLEKLGF
'VVGRLKTGTPPRIAKESINFSILNKHI
PDNPSIPFSFTNETVWIKPEDQLPCY
LTHTNPRVDEIVLKNLHLNSHVKET
TRGPRYCPSIESKVLRFPNRLHQVW
LEPEGMDSDLIYPQGLSMTLPAELQ
EKMITCIRGLEKAKVIQPDGVLLLLP
RMECNGAISAHHNLPLPGYGVQYDY
LDPRQITPSLETHLVQRLFFAGQING
TTGYEEAAAQGVIAGINASLRVSRKP
PFVVSRTEGYIGVLIDDLTTLGTSEPY
RMFTSRVEFRLSLRPDNADSRLTLR
GYKDAGCVSQQRYERACWMKSSLE
EGISVLKSIEFLSSKWKKLIPEASIST
SRSLPVRALDVLKYEEVDMDSLAKA
VPEPLKKYTKCRELAERLKIEATYES
VLFHQLQEIKGVQQDEALQLPKDLD
YLTIRDVSLSHEVREKLHFSRPQTIG
AASRIPGVTPAAIINLLRFVKTTQRRQ
SAMNESSKTDQYLCDADRLQEREL

UniprotKB Entry name |organism [full name oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular lextracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
Q9Y2Z72 MTO1_HUMAN Homo Protein 18.379595 NaN NaN 30379171 MFYFRGCGRWVAVSFTKQQFPLARL [None None None [None None None None None None
sapiens [MTO1 SSDSAAPRTPHFDVIVIGGGHAGTEA
homolog, ATAAARCGSRTLLLTHRVDTIGQMS




