UniprotKB Entry name |organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr-ace
ID name sites sites reticulum |apparatus membrane region
Q9Y312 IAAR2_HUMAN |[Homo Protein [25.77105 NaN NaN 40914422;23301498;34019948;285 [MAAVQMDPELAKRLFFEGATVVILN (True False 2.937 4.503 [1.111 False False False False
sapiens IAAR2 10447 MPKGTEFGIDYNSWEVGPKFRGVK
homolog MIPPGIHFLHYSSVDKANPKEVGPR

MGFFLSLHQRGLTVLRWSTLREEVD
LSPAPESEVEAMRANLQELDQFLGP
YPYATLKKWISLTNFISEATVEKLQP
ENRQICAFSDVLPVLSMKHTKDRVG
QNLPRCGIECKSYQEGLARLPEMKP
RAGTEIRFSELPTQMFPEGATPAEIT
KHSMDLSYALETVLNKQFPSSPQDV
LGELQFAFVCFLLGNVYEAFEHWKR
LLNLLCRSEAAMMKHHTLYINLISIL
YHQLGEIPADFFVDIVSQDNFLTSTL
QVFFSSACSIAVDATLRKKAEKFQAH
LTKKFRWDFAAEPEDCAPVVVELPE
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