UniprotKB Entry name |organism full oglcnacscore °g lcnac ‘p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus jmitochndrion em-ioplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane [region
Q9Y399 RT02_HUMAN |Homo Small 33.571207 NaN NaN 40914422;28510447 MATSSAALPRILGAGARAPSRWLGF (True False 1.164 |1.041 |5.0 1.219 False 0.786 False
sapiens [ribosomal LGKATPRPARPSRRTLGSATALMIRE
subunit SEDSTDFNDKILNEPLKHSDFFNVK
protein ELFSVRSLFDARVHLGHKAGCRHRF
uS2m MEPYIFGSRLDHDIIDLEQTATHLQL

IALNFTAHMAYRKGIILFISRNRQFSY
LIENMARDCGEYAHTRYFRGGMLT
NARLLFGPTVRLPDLIIFLHTLNNIFE
PHVAVRDAAKMNIPTVGIVDTNCNP
CLITYPVPGNDDSPLAVHLYCRLFQT
IAITRAKEKRQQVEALYRLQGQKEPG
DQGPAHPPGADMSHSL




