
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Y3P9 RBGP1_HUMAN Homo
sapiens

Rab
GTPase-
activating
protein	1

24.348488 NaN S42;S360;T996 34725712;23301498 MDDKASVGKISVSSDSVSTLNSEDF
VLVSRQGDETPSTNNGSDDEKTGLK
IVGNGSEQQLQKELADVLMDPPMD
DQPGEKELVKRSQLDGEGDGPLSN
QLSASSTINPVPLVGLQKPEMSLPVK
PGQGDSEASSPFTPVADEDSVVFSK
LTYLGCASVNAPRSEVEALRMMSIL
RSQCQISLDVTLSVPNVSEGIVRLLD
PQTNTEIANYPIYKILFCVRGHDGTP
ESDCFAFTESHYNAELFRIHVFRCEI
QEAVSRILYSFATAFRRSAKQTPLSA
TAAPQTPDSDIFTFSVSLEIKEDDGK
GYFSAVPKDKDRQCFKLRQGIDKKIV
IYVQQTTNKELAIERCFGLLLSPGKD
VRNSDMHLLDLESMGKSSDGKSYVI
TGSWNPKSPHFQVVNEETPKDKVLF
MTTAVDLVITEVQEPVRFLLETKVRV
CSPNERLFWPFSKRSTTENFFLKLK
QIKQRERKNNTDTLYEVVCLESESE
RERRKTTASPSVRLPQSGSQSSVIPS
PPEDDEEEDNDEPLLSGSGDVSKEC
AEKILETWGELLSKWHLNLNVRPKQ
LSSLVRNGVPEALRGEVWQLLAGCH
NNDHLVEKYRILITKESPQDSAITRDI
NRTFPAHDYFKDTGGDGQDSLYKIC
KAYSVYDEEIGYCQGQSFLAAVLLLH
MPEEQAFSVLVKIMFDYGLRELFKQ
NFEDLHCKFYQLERLMQEYIPDLYN
HFLDISLEAHMYASQWFLTLFTAKF
PLYMVFHIIDLLLCEGISVIFNVALGL
LKTSKDDLLLTDFEGALKFFRVQLPK
RYRSEENAKKLMELACNMKISQKKL
KKYEKEYHTMREQQAQQEDPIERFE
RENRRLQEANMRLEQENDDLAHEL
VTSKIALRKDLDNAEEKADALNKEL
LMTKQKLIDAEEEKRRLEEESAQLK
EMCRRELDKAESEIKKNSSIIGDYKQ
ICSQLSERLEKQQTANKVEIEKIRQK
VDDCERCREFFNKEGRVKGISSTKE
VLDEDTDEEKETLKNQLREMELELA
QTKLQLVEAECKIQDLEHHLGLALN
EVQAAKKTWFNRTLSSIKTATGVQG
KETC

True False 4.582 1.892 0.718 1.424 1.419 1.247 0.906


