}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma €
sites reticulum |apparatus membrane [r
Q9Y3RO GRIP1_HUMAN |Homo Glutamate [32.062846 S285;5S287;T1006 S43 23271734;30620550;38253038 MIAVSFKCRCQILRRLTKDESPYTKS [None None None [None |None None None None i
sapiens ireceptor- ASQTKPPDGALAVRRQSIPEEFKGST
interacting 'VVELMKKEGTTLGLTVSGGIDKDGK
iprotein 1 PRVSNLRQGGIAARSDQLDVGDYIKA

'VNGINLAKFRHDEIISLLKNVGERVV
LEVEYELPPVSVQGSSVIFRTVEVTL
HKEGNTFGFVIRGGAHDDRNKSRPV
VITCVRPGGPADREGTIKPGDRLLSV
DGIRLLGTTHAEAMSILKQCGQEAA
LLIEYDVSVMDSVATASGPLLVEVAK
TPGASLGVALTTSMCCNKQVIVIDKI
KSASIADRCGALHVGDHILSIDGTSM
EYCTLAEATQFLANTTDQVKLEILPH
HQTRLALKGPDHVKIQRSDRQLTWD
SWASNHSSLHTNHHYNTYHPDHCR
VPALTFPKAPPPNSPPALVSSSFSPT
SMSAYSLSSLNMGTLPRSLYSTSPR
GTMMRRRLKKKDFKSSLSLASSTVG
LAGQVVHTETTEVVLTADPVTGFGIQ
LQGSVFATETLSSPPLISYIEADSPAE
RCGVLQIGDRVMAINGIPTEDSTFEE
ASQLLRDSSITSKVTLEIEFDVAESVI
PSSGTFHVKLPKKHNVELGITISSPS
SRKPGDPLVISDIKKGSVAHRTGTLE
LGDKLLAIDNIRLDNCSMEDAVQIL
QQCEDLVKLKIRKDEDNSDEQESSG
AITYTVELKRYGGPLGITISGTEEPFD
PIIISSLTKGGLAERTGATHIGDRILAI
NSSSLKGKPLSEATHLLQMAGETVT
LKIKKQTDAQSASSPKKFPISSHLSD
LGDVEEDSSPAQKPGKLSDMYPSTV
PSVDSAVDSWDGSAIDTSYGTQGTS
FQASGYNFNTYDWRSPKQRGSLSPV
TKPRSQTYPDVGLSYEDWDRSTASG
FAGAADSAETEQEENFWSQALEDLE
TCGQSGILRELEEKADRRVSLRNMT
LLATIMSGSTMSLNHEAPTPRSQLG
RQASFQERSSSRPHYSQTTRSNTLP
SDVGRKSVTLRKMKQEIKEIMSPTP
VELHKVTLYKDSDMEDFGFSVADGL
LEKGVYVKNIRPAGPGDLGGLKPYD
RLLQVNHVRTRDFDCCLVVPLIAES
GNKLDLVISRNPLASQKSIDQQSLPG
DWSEQNSAFFQQPSHGGNLETREP

'TNTL




