UniprotKB Entry name organism (full name oglcnacscore o-glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:m
ID sites reticulum apparatus membrane regio:
Q9Y463 DYR1B_HUMAN [Homo Dual specificity [28.275761 NaN T63;T92;T111;T129;T171;S262;T27 |39894887 MAVPPGHGPFSGFPGPQEHTQVLPD [True False 1.529 [4.672 |1.448 1.067 0.614 1.318 1.411

sapiens

tyrosine-
phosphorylation-
regulated kinase
1B

1;T273;T401;S624

IVRLLPRRLPLAFRDATSAPLRKLSVD
LIKTYKHINEVYYAKKKRRAQQAPPQ
DSSNKKEKKVLNHGYDDDNHDYIV
RSGERWLERYEIDSLIGKGSFGQVV
KAYDHQTQELVAIKIIKNKKAFLNQA
QIELRLLELMNQHDTEMKYYIVHLK
RHFMFRNHLCLVFELLSYNLYDLLR
NTHFRGVSLNLTRKLAQQLCTALLF
LATPELSITHCDLKPENILLCNPKRSA
IKIVDFGSSCQLGQRIYQYIQSRFYRS
PEVLLGTPYDLAIDMWSLGCILVEM
HTGEPLFSGSNEVDQMNRIVEVLGI
PPAAMLDQAPKARKYFERLPGGGWT
LRRTKELRKDYQGPGTRRLQEVLGV
QTGGPGGRRAGEPGHSPADYLRFQD
LVLRMLEYEPAARISPLGALQHGFFR
RTADEATNTGPAGSSASTSPAPLDTC
PSSSTASSISSSGGSSGSSSDNRTYR
[YSNRYCGGPGPPITDCEMNSPQVPP
SQPLRPWAGGDVPHKTHQAPASASS
LPGTGAQLPPQPRYLGRPPSPTSPPP
PELMDVSLVGGPADCSPPHPAPAPQ
HPAASALRTRMTGGRPPLPPPDDPA

TLGPHLGLRGVPQSTAASS




