}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.acellulal
name sites reticulum |apparatus membrane region
Q9Y478 IAAKB1_HUMAN |Homo 5'-AMP- |28.275761 NaN T4;S5;56;T19;524;S25;540;S96;S10 (39894887 MGNTSSERAALERHGGHKTPRRDS [True False 4.762 [4.718  |2.383 1.726 0.817 1.773 2.017
sapiens |activated 1;S108;T148;S182 SGGTKDGDRPKILMDSPEDADLFHS

protein EEIKAPEKEEFLAWQHDLEVNDKAP

kinase AQARPTVFRWTGGGKEVYLSGSFNN

subunit 'WSKLPLTRSHNNFVAILDLPEGEHQ

beta-1 'YKFFVDGQWTHDPSEPIVTSQLGTV

NNIIQVKKTDFEVFDALMVDSQKCS
DVSELSSSPPGPYHQEPYVCKPEERF
RAPPILPPHLLQVILNKDTGISCDPAL
LPEPNHVMLNHLYALSIKDGVMVLS
ATHRYKKKYVTTLLYKPI




