
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Y4C0 NRX3A_HUMAN Homo
sapiens

Neurexin-
3

28.275761 NaN NaN 39894887 MSSTLHSVFFTLKVSILLGSLLGLCL
GLEFMGLPNQWARYLRWDASTRSD
LSFQFKTNVSTGLLLYLDDGGVCDF
LCLSLVDGRVQLRFSMDCAETAVLS
NKQVNDSSWHFLMVSRDRLRTVLM
LDGEGQSGELQPQRPYMDVVSDLFL
GGVPTDIRPSALTLDGVQAMPGFKG
LILDLKYGNSEPRLLGSRGVQMDAE
GPCGERPCENGGICFLLDGHPTCDC
STTGYGGKLCSEDVSQDPGLSHLM
MSEQAREENVATFRGSEYLCYDLSQ
NPIQSSSDEITLSFKTWQRNGLILHT
GKSADYVNLALKDGAVSLVINLGSG
AFEAIVEPVNGKFNDNAWHDVKVT
RNLRQVTISVDGILTTTGYTQEDYTM
LGSDDFFYVGGSPSTADLPGSPVSN
NFMGCLKEVVYKNNDIRLELSRLAR
IADTKMKIYGEVVFKCENVATLDPIN
FETPEAYISLPKWNTKRMGSISFDFR
TTEPNGLILFTHGKPQERKDARSQK
NTKVDFFAVELLDGNLYLLLDMGSG
TIKVKATQKKANDGEWYHVDIQRDG
RSGTISVNSRRTPFTASGESEILDLE
GDMYLGGLPENRAGLILPTELWTAM
LNYGYVGCIRDLFIDGRSKNIRQLAE
MQNAAGVKSSCSRMSAKQCDSYPC
KNNAVCKDGWNRFICDCTGTGYWG
RTCEREASILSYDGSMYMKIIMPMV
MHTEAEDVSFRFMSQRAYGLLVATT
SRDSADTLRLELDGGRVKLMVNLDC
IRINCNSSKGPETLYAGQKLNDNEW
HTVRVVRRGKSLKLTVDDDVAEGTM
VGDHTRLEFHNIETGIMTEKRYISVV
PSSFIGHLQSLMFNGLLYIDLCKNG
DIDYCELKARFGLRNIIADPVTFKTKS
SYLSLATLQAYTSMHLFFQFKTTSPD
GFILFNSGDGNDFIAVELVKGYIHYV
FDLGNGPNVIKGNSDRPLNDNQWH
NVVITRDNSNTHSLKVDTKVVTQVI
NGAKNLDLKGDLYMAGLAQGMYSN
LPKLVASRDGFQGCLASVDLNGRLP
DLINDALHRSGQIERGCEGPSTTCQ
EDSCANQGVCMQQWEGFTCDCSM
TSYSGNQCNDPGATYIFGKSGGLILY
TWPANDRPSTRSDRLAVGFSTTVKD
GILVRIDSAPGLGDFLQLHIEQGKIG
VVFNIGTVDISIKEERTPVNDGKYHV
VRFTRNGGNATLQVDNWPVNEHYP
TGRQLTIFNTQAQIAIGGKDKGRLFQ
GQLSGLYYDGLKVLNMAAENNPNIK
INGSVRLVGEVPSILGTTQTTSMPPE
MSTTVMETTTTMATTTTRKNRSTAS
IQPTSDDLVSSAECSSDDEDFVECEP
STTGGELVIPLLVEDPLATPPIATRAP
SITLPPTFRPLLTIIETTKDSLSMTSE
AGLPCLSDQGSDGCDDDGLVISGYG
SGETFDSNLPPTDDEDFYTTFSLVTD
KSLSTSIFEGGYKAHAPKWESKDFR
PNKVSETSRTTTTSLSPELIRFTASSS
SGMVPKLPAGKMNNRDLKPQPDIVL
LPLPTAYELDSTKLKSPLITSPMFRN
VPTANPTEPGIRRVPGASEVIRESSST
TGMVVGIVAAAALCILILLYAMYKYR
NRDEGSYQVDETRNYISNSAQSNGT
LMKEKQQSSKSGHKKQKNKDREYY
V

False True 2.012 2.366 1.796 1.26 0.651 4.707 1.679


