UniprotKB

Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasnia extr.a
ID sites sites reticulum pparatus ane [regio
Q9Y4P3 TBL2_HUMAN [Homo Transducin|15.468691 NaN T433 34229054;34019948;29485866;285 [MELSQMSELMGLSVLLGLLALMAT |[False False 2.637 [1.257 [2.187 4.375 0.953 0.866 2.522
sapiens |beta-like 10447;38665916 IAAVARGWLRAGEERSGRPACQKAN
protein 2 GFPPDKSSGSKKQKQYQRIRKEKPQ

QHNFTHRLLAAALKSHSGNISCMDF
SSNGKYLATCADDRTIRIWSTKDFLQ
REHRSMRANVELDHATLVRFSPDC
RAFIVWLANGDTLRVFKMTKREDGG
YTFTATPEDFPKKHKAPVIDIGIANTG
KFIMTASSDTTVLIWSLKGQVLSTIN
TNQMNNTHAAVSPCGRFVASCGFT
PDVKVWEVCFGKKGEFQEVVRAFEL
KGHSAAVHSFAFSNDSRRMASVSK
DGTWKLWDTDVEYKKKQDPYLLKT
GRFEEAAGAAPCRLALSPNAQVLAL
IASGSSIHLYNTRRGEKEECFERVHG
ECIANLSFDITGRFLASCGDRAVRLF
HNTPGHRAMVEEMQGHLKRASNE
STRQRLQQQLTQAQETLKSLGALKK




