7

FPSGIDFSAWGNNSSQGQSTQSSGY
SSNYAYAPSSLGGAMIDGQSAFANE
TLNKAPGMNTIDQGMAALKLGSTEV
ASNVPKVVGSAVGSGSITSNIVASNS
LPPATIAPPKPASWADIASKPAKQQP
KLKTKNGIAGSSLPPPPIKHNMDIGT
WDNKGPVAKAPSQALVQNIGQPTQ
GSPQPVGQQANNSPPVAQASVGQQ
TQPLPPPPPQPAQLSVQQQAAQPTR
WVAPRNRGSGFGHNGVDGNGVGQ
SQAGSGSTPSEPHPVLEKLRSINNY
NPKDFDWNLKHGRVFIIKSYSEDDI
HRSIKYNIWCSTEHGNKRLDAAYRS
MNGKGPVYLLFSVNGSGHFCGVAE
MKSAVDYNTCAGVWSQDKWKGRF
DVRWIFVKDVPNSQLRHIRLENNEN
KPVTNSRDTQEVPLEKAKQVLKIIAS
YKHTTSIFDDFSHYEKRQEEEESVK
KERQGRGK

}Jl;l iprotKB Entry name organism [full name [oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndric
QIY5A9 YTHD2_HUMAN [Homo 'YTH 18.196287 S138;5196;T197;S213;S215;S225;T |S2;S4;S5;522;539;S196;S359;5394(34725712;38665916;34019948;294 |MSASSLLEQRPKGQGNKVQNGSVH (True False 4.514 |5.0 False
sapiens |domain- 230;5238;5263;S448 85866;33214551;34229054;395314 |QKDGLNDDDFEPYLSPQARPNNAYT
containing 97;35132862;35138101;36765030;2 |AMSDSYLPSYYSPSIGFSYSLGEAAW
family 9351928;40596516;38253038;3953 |STGGDTAMPYLTSYGQLSNGEPHFL
protein 2 4244;35254053;39425013;2851044 [PDAMFGQPGALGSTPFLGQHGFNF




