UniprotKB

Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular|extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extt_‘acellular
ID sites sites reticulum apparatus | membrane [region
QIY5]3 HEY1 HUMAN Homo Hairy/enhancer-(19.994096 NaN NaN 37217939 MKRAHPEYSSSDSELDETIEVEKES [True False 1.831 [4.824 1.992 1.75 1.532 2.738 2.226
sapiens |of-split related IADENGNLSSALGSMSPTTSSQILAR
with YRPW

KRRRGIIEKRRRDRINNSLSELRRLV
PSAFEKQGSAKLEKAEILQMTVDHL
KMLHTAGGKGYFDAHALAMDYRSL
GFRECLAEVARYLSIIEGLDASDPLR
VRLVSHLNNYASQREAASGAHAGLG
HIPWGTVFGHHPHIAHPLLLPQNGH
GNAGTTASPTEPHHQGRLGSAHPEA
PALRAPPSGSLGPVLPVVTSASKLSP
PLLSSVASLSAFPFSFGSFHLLSPNA
LSPSAPTQAANLGKPYRPWGTEIGAF

motif protein 1




