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UniprotKB Entry name organism full oglcnacscore oglcnac P.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em.ioplasmlc golgi - extl:acellular
ID name sites sites reticulum apparatus membrane [region
QIY5K5 UCHL5_HUMAN [Homo Ubiquitin |34.455997 NaN NaN 40914422 MTGNAGEWCLMESDPGVFTELIKG [True False 4.556 5.0 1.988 1.802 1.105 1.615 1.325
sapiens |carboxyl- FGCRGAQVEEIWSLEPENFEKLKPV

terminal HGLIFLFKWQPGEEPAGSVVQDSRL

hydrolase DTIFFAKQVINNACATQAIVSVLLNC

isozyme THQDVHLGETLSEFKEFSQSFDAAM

L5 KGLALSNSDVIRQVHNSFARQQMFE

FDTKTSAKEEDAFHFVSYVPVNGRL
YELDGLREGPIDLGACNQDDWISAV
RPVIEKRIQKYSEGEIRFNLMAIVSD
RKMIYEQKIAELQRQLAEEEPMDTD
QGNSMLSAIQSEVAKNQMLIEEEVQ
KLKRYKIENIRRKHNYLPFIMELLKT
LAEHQQLIPLVEKAKEKQNAKKAQE
TK




