UniprotKB Entry name organism [full name |oglcnacscore oglcnac oSt yiaton by ips sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma °x
ID sites sites reticulum |apparatus membrane re
Q9Y5L0 TNPO3_HUMAN |Homo Transportin-|22.926716 NaN S74;T896 33214551;34725712;40914422;351 [MEGAKPTLQLVYQAVQALYHDPDPS [True False 4.518 |5.0 1.649 0.971 0.604 1.536 1.t

sapiens

3

32862;34019948;28510447

GKERASFWLGELQRSVHAWEISDQL
LQIRQDVESCYFAAQTMKMKIQTSF
YELPTDSHASLRDSLLTHIQNLKDLS
PVIVTQLALAIADLALQMPSWKGCV
QTLVEKYSNDVTSLPFLLEILTVLPE
EVHSRSLRIGANRRTEIIEDLAFYSST
VVSLLMTCVEKAGTDEKMLMKVFR
CLGSWFNLGVLDSNFMANNKLLAL
LFEVLQQDKTSSNLHEAASDCVCSA
LYAIENVETNLPLAMQLFQGVLTLET
AYHMAVAREDLDKVLNYCRIFTELC
ETFLEKIVCTPGQGLGDLRTLELLLI
CAGHPQYEVVEISFNFWYRLGEHLY
KTNDEVIHGIFKAYIQRLLHALARHC
QLEPDHEGVPEETDDFGEFRMRVS
DLVKDLIFLIGSMECFAQLYSTLKEG
NPPWEVTEAVLFIMAAIAKSVDPEN
NPTLVEVLEGVVRLPETVHTAVRYTS
IELVGEMSEVVDRNPQFLDPVLGYL
MKGLCEKPLASAAAKATHNICSVCR
DHMAQHFNGLLEIARSLDSFLLSPE
AAVGLLKGTALVLARLPLDKITECLS
ELCSVQVMALKKLLSQEPSNGISSD
PTVFLDRLAVIFRHTNPIVENGQTHP
CQKVIQEIWPVLSETLNKHRADNRIV
ERCCRCLRFAVRCVGKGSAALLQPL
VTQMVNVYHVHQHSCFLYLGSILVD
EYGMEEGCRQGLLDMLQALCIPTFQ
LLEQQNGLQNHPDTVDDLFRLATRF
IQRSPVTLLRSQVVIPILQWAIASTTL
DHRDANCSVMRFLRDLIHTGVAND
HEEDFELRKELIGQVMNQLGQQLVS
QLLHTCCFCLPPYTLPDVAEVLWEI
MQVDRPTFCRWLENSLKGLPKETTV
GAVTVTHKQLTDFHKQVTSAEECKQ
VCWALRDFTRLFR




