}Jl;l iprotkB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion wen(!oplasmlc golgi plasma extr‘acellular
sites sites reticulum apparatus membrane region
Q9Y5Q9 TF3C3_HUMAN [Homo General 24.917859 NaN S43;S282 28411811 |[MSGFSPELIDYLEGKISFEEFERRRE |None None None [None None None None None None
sapiens transcription ERKTREKKSLQEKGKLSAEENPDDS
factor 3C EVPSSSGINSTKSQDKDVNEGETSD
polypeptide GVRKSVHKVFASMLGENEDDEEEE
3 EEEEEEEEEEETPEQPTAGDVFVLE

MVLNRETKKMMKEKRPRSKLPRAL
RGLMGEANIRFARGEREEAILMCME
IIRQAPLAYEPFSTLAMIYEDQGDME
KSLQFELIAAHLNPSDTEEWVRLAE
MSLEQDNIKQAIFCYTKALKYEPTNV
RYLWERSSLYEQMGDHKMAMDGY
RRILNLLSPSDGERFMQLARDMAKS
YYEANDVTSAINIIDEAFSKHQGLVS
MEDVNIAAELYISNKQYDKALEIITD
FSGIVLEKKTSEEGTSEENKAPENVT
CTIPDGVPIDITVKLMVCLVHLNILEP
LNPLLTTLVEQNPEDMGDLYLDVAE
AFLDVGEYNSALPLLSALVCSERYNL
AVVWLRHAECLKALGYMERAAESY
GKVVDLAPLHLDARISLSTLQQQLG
QPEKALEALEPMYDPDTLAQDANAA
QQELKLLLHRSTLLFSQGKMYGYVD
TLLTMLAMLLKVAMNRAQVCLISSS
KSGERHLYLIKVSRDKISDSNDQESA
NCDAKAIFAVLTSVLTKDDWWNLLL
KAIYSLCDLSRFQEAELLVDSSLEYY
SFYDDRQKRKELEYFGLSAAILDKNF
RKAYNYIRIMVMENVNKPQLWNIFN
QVTMHSQDVRHHRFCLRLMLKNPE
NHALCVLNGHNAFVSGSFKHALGQ
YVQAFRTHPDEPLYSFCIGLTFIHMA
SQKYVLRRHALIVQGFSFLNRYLSLR
GPCQESFYNLGRGLHQLGLIHLAIH
YYQKALELPPLVVEGIELDQLDLRRD
TAYNLSLIYQSSGNTGMAQTLLYTYC
SI




