UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasnuc golgi plasma extl."acellular
ID name sites sites reticulum apparatus membrane [region
QIY5W3 KLF2_HUMAN [Homo Krueppel-(18.379595 NaN T173;T244 30379171 MALSEPILPSFSTFASPCRERGLQER [True False 3.141 |4.66 2.434 1.94 1.378 2.458 2.689
sapiens like 'WPRAEPESGGTDDDLNSVLDFILSM
factor 2

GLDGLGAEAAPEPPPPPPPPAFYYPE
PGAPPPYSAPAGGLVSELLRPELDAP
LGPALHGRFLLAPPGRLVKAEPPEA
DGGGGYGCAPGLTRGPRGLKREGAP
GPAASCMRGPGGRPPPPPDTPPLSP
DGPARLPAPGPRASFPPPFGGPGFG
APGPGLHYAPPAPPAFGLFDDAAAA
AAALGLAPPAARGLLTPPASPLELLE
AKPKRGRRSWPRKRTATHTCSYAGC
GKTYTKSSHLKAHLRTHTGEKPYHC
NWDGCGWKFARSDELTRHYRKHTG
HRPFQCHLCDRAFSRSDHLALHMK
RHM




