UniprotKB Entry name |organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasn

ID name sites reticulum |apparatus mem

Q9Y5X1 SNX9_HUMAN |[Homo Sorting 20.412044 NaN S116;S121;5197;5S200;T216;T239(37217939;34229054;34019948;303 |MATKARVMYDFAAEPGNNELTVNE [True True 4.85 2.703  [1.69 1.398 5.0 5.0
sapiens nexin-9 97120;39302247 GEIITITNPDVGGGWLEGRNIKGERG

LVPTDYVEILPSDGKDQFSCGNSVA
DQAFLDSLSASTAQASSSAASNNHQ
'VGSGNDPWSAWSASKSGNWESSEG
'WGAQPEGAGAQRNTNTPNNWDTA
FGHPQAYQGPATGDDDDWDEDWD
GPKSSSYFKDSESADAGGAQRGNSR
IASSSSMKIPLNKFPGFAKPGTEQYLL
AKQLAKPKEKIPIIVGDYGPMWVYPT
STFDCVVADPRKGSKMYGLKSYIEY
QLTPTNTNRSVNHRYKHFDWLYER
LLVKFGSAIPIPSLPDKQVTGRFEEEF
IKMRMERLQAWMTRMCRHPVISES
EVFQQFLNFRDEKEWKTGKRKAER
DELAGVMIFSTMEPEAPDLDLVEIE
QKCEAVGKFTKAMDDGVKELLTVG
QEHWKRCTGPLPKEYQKIGKALQSL
ATVFSSSGYQGETDLNDAITEAGKTY
EEIASLVAEQPKKDLHFLMECNHEY
KGFLGCFPDIIGTHKGAIEKVKESDK
LVATSKITLQDKQNMVKRVSIMSYA
LQAEMNHFHSNRIYDYNSVIRLYLE

QQVQFYETIAEKLRQALSRFPVM




