}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.a
name sites sites reticulum |apparatus membrane regio
Q9Y5Y2 NUBP2_HUMAN Homo Cytosolic [27.796727 S86;588 |[NaN 40596516;40914422;35132862;340 [MEAAAEPGNLAGVRHIILVLSGKGG (True False 4.657 [4.691 |2.877 1.875 1.364 2.323 2.642
sapiens Fe-S 19948;29351928 VGKSTISTELALALRHAGKKVGILDV
cluster DLCGPSIPRMLGAQGRAVHQCDRG
assembly 'WAPVFLDREQSISLMSVGFLLEKPD
factor EAVVWRGPKKNALIKQFVSDVAWG
NUBP2 ELDYLVVDTPPGTSDEHMATIEALRP

YQPLGALVVTTPQAVSVGDVRRELTF
CRKTGLRVMGIVENMSGFTCPHCTE
CTSVFSRGGGEELAQLAGVPFLGSV
PLDPALMRTLEEGHDFIQEFPGSPA

FAALTSIAQKILDATPACLP




