UniprotKB Entry name organism [full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enl‘.loplasmlc golgi plasma extl'"acellular
ID sites sites reticulum apparatus membrane |region
Q9Y616 IRAK3_HUMAN [Homo Interleukin-|18.379595 S551 S110;S467 30379171 MAGNCGARGALSAHTLLFDLPPALL (True False 2.311 |4.52 2.11 1.556 1.081 4.081 3.375
sapiens 1 receptor- GELCAVLDSCDGALGWRGLAERLSS
associated SWLDVRHIEKYVDQGKSGTRELLWS
kinase 3 'WAQKNKTIGDLLQVLQEMGHRRAI

HLITNYGAVLSPSEKSYQEGGFPNIL
FKETANVTVDNVLIPEHNEKGILLKS
SISFQNIIEGTRNFHKDFLIGEGEIFE
'VYRVEIQNLTYAVKLFKQEKKMQCK
KHWKRFLSELEVLLLFHHPNILELA
AYFTETEKFCLIYPYMRNGTLFDRLQ
CVGDTAPLPWHIRIGILIGISKAIHYL
HNVQPCSVICGSISSANILLDDQFQP
KLTDFAMAHFRSHLEHQSCTINMT
SSSSKHLWYMPEEYIRQGKLSIKTDV
YSFGIVIMEVLTGCRVVLDDPKHIQL
RDLLRELMEKRGLDSCLSFLDKKVP
PCPRNFSAKLFCLAGRCAATRAKLR
PSMDEVLNTLESTQASLYFAEDPPT
SLKSFRCPSPLFLENVPSIPVEDDES
QNNNLLPSDEGLRIDRMTQKTPFEC
SQSEVMFLSLDKKPESKRNEEACN
MPSSSCEESWFPKYIVPSQDLRPYK
IVNIDPSSEAPGHSCRSRPVESSCSSK
FSWDEYEQYKKE




