UniprotkB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
QI9Y619 ORNT1_HUMAN Homo Mitochondrial |21.366884 NaN NaN 28510447 MKSNPAIQAAIDLTAGAAGGTACVLT [True False 2.744 [2.494 |5.0 1.19 0.671 1.341 1.546

sapiens |ornithine

transporter 1

GQPFDTMKVKMQTFPDLYRGLTDC
CLKTYSQVGFRGFYKGTSPALIANIA
ENSVLFMCYGFCQQVVRKVAGLDK
QAKLSDLQNAAAGSFASAFAALVLC
PTELVKCRLQTMYEMETSGKIAKSQ
NTVWSVIKSILRKDGPLGFYHGLSST
LLREVPGYFFFFGGYELSRSFFASGR
SKDELGPVPLMLSGGVGGICLWLAV
'YPVDCIKSRIQVLSMSGKQAGFIRTFI
NVVKNEGITALYSGLKPTMIRAFPAN
GALFLAYEYSRKLMMNQLEAY




