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GISKRTFEEIKEEIASCGDVAKAIINL
IAVYGKAQNRSYERLALLVDTVGPRL
SGSKNLEKAIQIMYQNLQQDGLEKV
HLEPVRIPHWERGEESAVMLEPRIH
KIAILGLGSSIGTPPEGITAEVLVVTSF
DELQRRASEARGKIVVYNQPYINYSR
TVQYRTQGAVEAAKVGALASLIRSVA
SFSIYSPHTGIQEYQDGVPKIPTACIT
IVEDAEMMSRMASHGIKIVIQLKMGA
KTYPDTDSFNTVAEITGSKYPEQVVL
VSGHLDSWDVGQGAMDDGGGAFIS
WEALSLIKDLGLRPKRTLRLVLWTA
EEQGGVGAFQYYQLHKVNISNYSLV
MESDAGTFLPTGLQFTGSEKARAIM
EEVMSLLQPLNITQVLSHGEGTDIN
FWIQAGVPGASLLDDLYKYFFFHHS
HGDTMTVMDPKQMNVAAAVWAVV

SYVVADMEEMLPRS

UniprotKB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion em}oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
QI9Y646 CBPQ_HUMAN [Homo Carboxypeptidase [17.826004 NaN NaN 38665916 MKFLIFAFFGGVHLLSLCSGKAICKN |False True 1.145 [1.282 1.267 4.264 4.409 2.182 5.0




