}Jl;l iprotKB Entry name organism full name |oglcnacscore oglcnac iphosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi
sites reticulum |apparati
Q9Y6D9 MD1L1_HUMAN Homo Mitotic 10.166385 NaN S16;5214;S428;S598;5610;T634;T7 |30379171;33214551;28510447;340 [MEDLGENTMVLSTLRSLNNFISQRV [None None None [None |None None None
sapiens |[spindle 16 19948 I[EGGSGLDISTSAPGSLQMQYQQSMQ
assembly LEERAEQIRSKSHLIQVEREKMQME
checkpoint LSHKRARVELERAASTSARNYEREV
protein DRNQELLTRIRQLQEREAGAEEKMQ
MAD1 EQLERNRQCQQNLDAASKRLREKE

DSLAQAGETINALKGRISELQWSVM
DQEMRVKRLESEKQELQEQLDLQH
KKCQEANQKIQELQASQEARADHE
QQIKDLEQKLSLQEQDAAIVKNMKS
ELVRLPRLERELKQLREESAHLREM
RETNGLLQEELEGLQRKLGRQEKM
QETLVGLELENERLLAKLQSWERLD
QTMGLSIRTPEDLSRFVVELQQREL
IALKDKNSAVTSSARGLEKARQQLQE
ELRQVSGQLLEERKKRETHEALARR
LQKRVLLLTKERDGMRAILGSYDSE
LTPAEYSPQLTRRMREAEDMVQKV
HSHSAEMEAQLSQALEELGGQKQR
IADMLEMELKMLKSQSSSAEQSFLF
SREEADTLRLKVEELEGERSRLEEE
KRMLEAQLERRALQGDYDQSRTKVL
HMSLNPTSVARQRLREDHSQLQAE
CERLRGLLRAMERGGTVPADLEAAA
IASLPSSKEVAELKKQVESAELKNQR
LKEVFQTKIQEFRKACYTLTGYQIDIT
TENQYRLTSLYAEHPGDCLIFKATSP
SGSKMQLLETEFSHTVGELIEVHLR
RQDSIPAFLSSLTLELFSRQTVA




