UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi [plasma extr_acel
ID name sites sites reticulum |apparatus membrane region
QIY6E2 5MP1_HUMAN [Homo elF5- [12.798137 'T55;S57 |S412;S414 33214551;40596516;38665916;347 |MNKHQKPVLTGQRFKTRKRDEKEK |False False 2.789 [2.114 [1.676 0.75 False 1.714 0.773
sapiens |mimic 25712;40914422;30620550;340199 |[FEPTVFRDTLVQGLNEAGDDLEAVA
protein 48;28510447 KFLDSTGSRLDYRRYADTLFDILVAG

1

SMLAPGGTRIDDGDKTKMTNHCVF
SANEDHETIRNYAQVFNKLIRRYKYL
EKAFEDEMKKLLLFLKAFSETEQTK
LAMLSGILLGNGTLPATILTSLFTDSL
'VKEGIAASFAVKLFKAWMAEKDANS
'VTSSLRKANLDKRLLELFPVNRQSV
DHFAKYFTDAGLKELSDFLRVQQSL
GTRKELQKELQERLSQECPIKEVVLY
VKEEMKRNDLPETAVIGLLWTCIMN
AVEWNKKEELVAEQALKHLKQYAPL
LAVFSSQGQSELILLQKVQEYCYDNI
HFMKAFQKIVVLFYKADVLSEEAILK
WYKEAHVAKGKSVFLDQMKKFVEW
LQNAEEESESEGEEN




