
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Y6K1 DNM3A_HUMAN Homo
sapiens

DNA	(cytosine-5)-
methyltransferase
3A

26.492127 NaN S105;T124;S243;S255;T261;S267;S
390;S393

32522876 MPAMPSSGPGDTSSSAAEREEDRK
DGEEQEEPRGKEERQEPSTTARKVG
RPGRKRKHPPVESGDTPKDPAVISKS
PSMAQDSGASELLPNGDLEKRSEPQ
PEEGSPAGGQKGGAPAEGEGAAETL
PEASRAVENGCCTPKEGRGAPAEAG
KEQKETNIESMKMEGSRGRLRGGL
GWESSLRQRPMPRLTFQAGDPYYIS
KRKRDEWLARWKREAEKKAKVIAG
MNAVEENQGPGESQKVEEASPPAV
QQPTDPASPTVATTPEPVGSDAGDK
NATKAGDDEPEYEDGRGFGIGELVW
GKLRGFSWWPGRIVSWWMTGRSRA
AEGTRWVMWFGDGKFSVVCVEKL
MPLSSFCSAFHQATYNKQPMYRKAI
YEVLQVASSRAGKLFPVCHDSDESD
TAKAVEVQNKPMIEWALGGFQPSGP
KGLEPPEEEKNPYKEVYTDMWVEPE
AAAYAPPPPAKKPRKSTAEKPKVKEII
DERTRERLVYEVRQKCRNIEDICISC
GSLNVTLEHPLFVGGMCQNCKNCF
LECAYQYDDDGYQSYCTICCGGREV
LMCGNNNCCRCFCVECVDLLVGPG
AAQAAIKEDPWNCYMCGHKGTYGL
LRRREDWPSRLQMFFANNHDQEFD
PPKVYPPVPAEKRKPIRVLSLFDGIAT
GLLVLKDLGIQVDRYIASEVCEDSITV
GMVRHQGKIMYVGDVRSVTQKHIQ
EWGPFDLVIGGSPCNDLSIVNPARK
GLYEGTGRLFFEFYRLLHDARPKEG
DDRPFFWLFENVVAMGVSDKRDISR
FLESNPVMIDAKEVSAAHRARYFWG
NLPGMNRPLASTVNDKLELQECLE
HGRIAKFSKVRTITTRSNSIKQGKDQ
HFPVFMNEKEDILWCTEMERVFGF
PVHYTDVSNMSRLARQRLLGRSWS
VPVIRHLFAPLKEYFACV

True False 3.092 5.0 2.973 2.02 1.869 2.385 2.565


