
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Y6K5 OAS3_HUMAN Homo
sapiens

2'-5'-
oligoadenylate
synthase	3

16.682301 S461 T365 30379171;37217939 MDLYSTPAAALDRFVARRLQPRKEF
VEKARRALGALAAALRERGGRLGAA
APRVLKTVKGGSSGRGTALKGGCDS
ELVIFLDCFKSYVDQRARRAEILSEM
RASLESWWQNPVPGLRLTFPEQSVP
GALQFRLTSVDLEDWMDVSLVPAF
NVLGQAGSGVKPKPQVYSTLLNSGC
QGGEHAACFTELRRNFVNIRPAKLK
NLILLVKHWYHQVCLQGLWKETLPP
VYALELLTIFAWEQGCKKDAFSLAE
GLRTVLGLIQQHQHLCVFWTVNYGF
EDPAVGQFLQRQLKRPRPVILDPADP
TWDLGNGAAWHWDLLAQEAASCY
DHPCFLRGMGDPVQSWKGPGLPRA
GCSGLGHPIQLDPNQKTPENSKSLN
AVYPRAGSKPPSCPAPGPTGAASIVP
SVPGMALDLSQIPTKELDRFIQDHLK
PSPQFQEQVKKAIDIILRCLHENCVH
KASRVSKGGSFGRGTDLRDGCDVEL
IIFLNCFTDYKDQGPRRAEILDEMRA
QLESWWQDQVPSLSLQFPEQNVPE
ALQFQLVSTALKSWTDVSLLPAFDA
VGQLSSGTKPNPQVYSRLLTSGCQE
GEHKACFAELRRNFMNIRPVKLKNL
ILLVKHWYRQVAAQNKGKGPAPASL
PPAYALELLTIFAWEQGCRQDCFNM
AQGFRTVLGLVQQHQQLCVYWTVN
YSTEDPAMRMHLLGQLRKPRPLVLD
PADPTWNVGHGSWELLAQEAAALG
MQACFLSRDGTSVQPWDVMPALLY
QTPAGDLDKFISEFLQPNRQFLAQV
NKAVDTICSFLKENCFRNSPIKVIKV
VKGGSSAKGTALRGRSDADLVVFLS
CFSQFTEQGNKRAEIISEIRAQLEAC
QQERQFEVKFEVSKWENPRVLSFSL
TSQTMLDQSVDFDVLPAFDALGQLV
SGSRPSSQVYVDLIHSYSNAGEYSTC
FTELQRDFIISRPTKLKSLIRLVKHWY
QQCTKISKGRGSLPPQHGLELLTVYA
WEQGGKDSQFNMAEGFRTVLELVT
QYRQLCIYWTINYNAKDKTVGDFLK
QQLQKPRPIILDPADPTGNLGHNAR
WDLLAKEAAACTSALCCMGRNGIPI
QPWPVKAAV

True True 4.781 5.0 1.96 1.837 1.269 4.602 4.422


