UniprotKB

D Entry name organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochnd:
Q9Y6Q9 NCOA3_HUMAN Homo Nuclear |14.382232 S90;5652;T654;5844;S847;5S857;S8 (S214;S551;S569;S601;5694;5S728;S [38665916;34019948;23301498;393 MSGLGENLDPLASDSRKRKLPCDTP [True False 4.361 [5.0 False
sapiens [receptor 60;S863;S866;T910;T912;T914;S91 |857;S860;S867;5S1033;S1330 02247;31492838;30379171;395314 |GQGLTCSGEKRRREQESKYIEELAEL
coactivator 6;5917;5S925 97;40307207;30620550;35132862;2 ISANLSDIDNFNVKPDKCAILKETVR
3 9351928;38253038;35254053 QIRQIKEQGKTISNDDDVQKADVSST

GQGVIDKDSLGPLLLQALDGFLEVV
NRDGNIVFVSENVTQYLQYKQEDLV
NTSVYNILHEEDRKDFLKNLPKSTV
NGVSWTNETQRQKSHTFNCRMLM
KTPHDILEDINASPEMRQRYETMQC
FALSQPRAMMEEGEDLQSCMICVA
RRITTGERTFPSNPESFITRHDLSGK
'VVNIDTNSLRSSMRPGFEDIIRRCIQ
RFFSLNDGQSWSQKRHYQEAYLNG
HAETPVYRFSLADGTIVTAQTKSKLF
RNPVTNDRHGFVSTHFLQREQNGY
RPNPNPVGQGIRPPMAGCNSSVGG
MSMSPNQGLQMPSSRAYGLADPST
'TGQMSGARYGGSSNIASLTPGPGMQ
SPSSYQNNNYGLNMSSPPHGSPGL
IAPNQQNIMISPRNRGSPKIASHQFS
PVAGVHSPMASSGNTGNHSFSSSSL
SALQAISEGVGTSLLSTLSSPGPKLD
NSPNMNITQPSKVSNQDSKSPLGFY
CDQNPVESSMCQSNSRDHLSDKES
KESSVEGAENQRGPLESKGHKKLLQ
LLTCSSDDRGHSSLTNSPLDSSCKE
SSVSVTSPSGVSSSTSGGVSSTSNM
HGSLLQEKHRILHKLLQNGNSPAEV
IAKITAEATGKDTSSITSCGDGNVVKQ
EQLSPKKKENNALLRYLLDRDDPSD
IALSKELQPQVEGVDNKMSQCTSSTI
PSSSQEKDPKIKTETSEEGSGDLDNL
DAILGDLTSSDFYNNSISSNGSHLGT
KQQVFQGTNSLGLKSSQSVQSIRPP
'YNRAVSLDSPVSVGSSPPVKNISAFP
MLPKQPMLGGNPRMMDSQENYGS
SMGGPNRNVTVTQTPSSGDWGLPN
SKAGRMEPMNSNSMGRPGGDYNT
SLPRPALGGSIPTLPLRSNSIPGARPV
LQQQQQMLQMRPGEIPMGMGANP
'YGQAAASNQLGSWPDGMLSMEQVS
HGTQNRPLLRNSLDDLVGPPSNLEG
QSDERALLDQLHTLLSNTDATGLEEI
DRALGIPELVNQGQALEPKQDAFQG
QEAAVMMDQKAGLYGQTYPAQGPP
MQGGFHLQGQSPSFNSMMNQMN
QQGNFPLQGMHPRANIMRPRTNTP
KQLRMQLQQRLQGQQFLNQSRQAL
ELKMENPTAGGAAVMRPMMQPQV
SSQQGFLNAQMVAQRSRELLSHHF
RQQRVAMMMQQQQQQQQQQQQQ
QQQQQQQQQQQQQQQQTQAFSPPP
NVTASPSMDGLLAGPTMPQAPPQQ
FPYQPNYGMGQQPDPAFGRVSSPPN
IAMMSSRMGPSQNPMMQHPQAASI
'YQSSEMKGWPSGNLARNSSFSQQQ
FAHQGNPAVYSMVHMNGSSGHMG

QMNMNPMPMSGMPMGPDQKYC




