KGTCSFPVRYLGHVEVEESRGMHVC
EDAVKKLKAMGRKSVKSVLWVSAD
GLRVVDDKTKDLLVDQTIEKVSFCAP
DRNLDKAFSYICRDGTTRRWICHCF
LALKDSGERLSHAVGCAFAACLERK
QRREKECGVTAAFDASRTSFAREGS
FRLSGGGRPAEREAPDKKKAEAAAA
PTVAPGPAQPGHVSPTPATTSPGEKG
EAGTPVAAGTTAAAIPRRHAPLEQLV
RQGSFRGFPALSQKNSPFKRQLSLR
LNELPSTLQRRTDFQVKGTVPEMEP
PGAGDSDSINALCTQISSSFASAGAP
IAPGPPPATTGTSAWGEPSVPPAAAF
QPGHKRTPSEAERWLEEVSQVAKAQ
QQQQQQQQQQQQQQQQQQQAASV
IAPVPTMPPALQPFPAPVGPFDAAPA
QVAVFLPPPHMQPPFVPAYPGLGYP
PMPRVPVVGITPSQMVANAFCSAAQ
LQPQPATLLGKAGAFPPPAIPSAPGS
QARPRPNGAPWPPEPAPAPAPELDP
FEAQWAALEGKATVEKPSNPFSGDL

QKTFEIEL

UniprotKB Entry name organism full loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma e3
ID name sites reticulum |apparatus membrane re
QIY6RO NUMBL_HUMAN [Homo Numb- [18.237346 T285 S224;S228;5263;T279;S411 [30379171;28657654;38665916 MSRSAAASGGPRRPERHLPPAPCGA |False False 1.948 [3.667 |1.856 1.706 1.835 2.528 2.
sapiens like PGPPETCRTEPDGAGTMNKLRQSLR
protein RRKPAYVPEASRPHQWQADEDAVR




