UniprotKB Entry name |organism full oglcnacscore o.glcnac o, OSPROTY lation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion went!oplasmlc golgi plasma extI:acellular
ID name sites sites reticulum apparatus membrane [region
Q9Y6U3 SCIN_HUMAN [Homo Scinderin [24.880841 NaN T102;T599 39894887;30379171 MARELYHEEFARAGKQAGLQVWRI [False False 3.504 |0.656 |False False 0.984 2.616 4.0

sapiens

EKLELVPVPQSAHGDFYVGDAYLVL
HTAKTSRGFTYHLHFWLGKECSQD
ESTAAAIFTVQMDDYLGGKPVQNRE
LQGYESNDFVSYFKGGLKYKAGGVA
SGLNHVLTNDLTAKRLLHVKGRRVV
RATEVPLSWDSFNKGDCFIIDLGTEI
'YQWCGSSCNKYERLKANQVATGIRY
NERKGRSELIVVEEGSEPSELIKVLG
EKPELPDGGDDDDIIADISNRKMAKL
YMVSDASGSMRVTVVAEENPFSMA
MLLSEECFILDHGAAKQIFVWKGKD
IANPQERKAAMKTAEEFLQQMNYSK
NTQIQVLPEGGETPIFKQFFKDWRD
KDQSDGFGKVYVTEKVAQIKQIPFDA
SKLHSSPQMAAQHNMVDDGSGKVE
IWRVENNGRIQVDQNSYGEFYGGDC
YIILYTYPRGQIIYTWQGANATRDELT
TSAFLTVQLDRSLGGQAVQIRVSQG
KEPVHLLSLFKDKPLIIYKNGTSKKG
GQAPAPPTRLFQVRRNLASITRIVEV
DVDANSLNSNDVFVLKLPQNSGYIW
IVGKGASQEEEKGAEYVASVLKCKTL
RIQEGEEPEEFWNSLGGKKDYQTSP
LLETQAEDHPPRLYGCSNKTGRFVIE
EIPGEFTQDDLAEDDVMLLDAWEQI
FIWIGKDANEVEKKESLKSAKMYLE
TDPSGRDKRTPIVIIKQGHEPPTFTG
IWFLGWDSSKW




