UniprotkB Entry name |organism full name |oglcnacscore oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en@oplasmlc golgi
ID sites reticulum |apparatus
QIY6X8 ZHX2_HUMAN [Homo Zinc fingers [19.847596 T264;T265;T401;S516 |T37;T207;5S825;5827 [34725712;38665916;34019948;286 [MASKRKSTTPCMVRTSQVVEQDVPE [True False 4.322 |5.0 0.562 False False

sapiens

and
homeoboxes
protein 2

57654;29485866;33214551;314928
38;23301498;40307207;35138101;4
0596516;29351928;32574038;3525
4053

EVDRAKEKGIGTPQPDVAKDSWAAE
LENSSKENEVIEVKSMGESQSKKLQ
GGYECKYCPYSTQNLNEFTEHVDM
QHPNVILNPLYVCAECNFTTKKYDS
LSDHNSKFHPGEANFKLKLIKRNNQ
TVLEQSIETTNHVVSITTSGPGTGDS
DSGISVSKTPIMKPGKPKADAKKVPK
KPEEITPENHVEGTARLVTDTAEILS
RLGGVELLQDTLGHVMPSVQLPPNI
NLVPKVPVPLNTTKYNSALDTNATM
INSFNKFPYPTQAELSWLTAASKHP
EEHIRIWFATQRLKHGISWSPEEVEE
IARKKMFNGTIQSVPPTITVLPAQLAP
TKVTQPILQTALPCQILGQTSLVLTQ
IVTSGSTTVSCSPITLAVAGVTNHGQK
RPLVTPQAAPEPKRPHIAQVPEPPPK
VANPPLTPASDRKKTKEQIAHLKASF
LQSQFPDDAEVYRLIEVTGLARSEIK
KWFSDHRYRCQRGIVHITSESLAKD
QLAIAASRHGRTYHAYPDFAPQKFK
EKTQGQVKILEDSFLKSSFPTQAELD
RLRVETKLSRREIDSWFSERRKLRD
SMEQAVLDSMGSGKKGQDVGAPNG
IALSRLDQLSGAQLTSSLPSPSPAIAK
SQEQVHLLRSTFARTQWPTPQEYDQ
LAAKTGLVRTEIVRWFKENRCLLKT
GTVKWMEQYQHQPMADDHGYDAV
IARKATKPMAESPKNGGDVVPQYYKD
PKKLCEEDLEKLVTRVKVGSEPAKD
CLPAKPSEATSDRSEGSSRDGQGSD
ENEESSVVDYVEVTVGEEDAISDRS
DSWSQAAAEGVSELAESDSDCVPAE
IAGQA




