UniprotKB [Entry organism full oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular [extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi - extl"acellular
ID name name sites sites reticulum apparatus membrane region
Q9Z0]8 NEGR1_RAT |Rattus Neuronal [23.439218 NaN T181 38843836 MVLLAQGACCSNQWLAAVLLSLCS |False True 1.024 |1.41 1.137 0.795 False 5.0 1.508
norvegicus |[growth CLPAGQSVDFPWAAVDNMLVRKGD
regulator TAVLRCYLEDGASKGAWLNRSSIIFA
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GGDKWSVDPRVSISTLNKRDYSLQI
QNVDVTDDGPYTCSVQTQHTPRTM
QVHLTVQVPPKIYDISNDMTINEGTN
IVTLTCLATGKPEPAISWRHISPSAKP
FENGQYLDIYGITRDQAGEYECSAEN
DVSFPDVKKVRVVVNFAPTIQEIKSG
TVITPGRSGLIRCEGAGVPPPAFEWYK
GEKRLFNGQQGIIIQNFSTRSILTVT
NVTQEHFGNYTCVAANKLGTTNASL
PLNPPSTAQYGITGSACDLFSCWSLA
LTLSSVISIFYLKNAILQ




