}Jl;l iprotKB Entry name |organism full name joglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I eXtI:ac
sites sites reticulum |apparatus membrane region
Q9ZON1 IF2G_MOUSE |Mus Eukaryotic|31.736 NaN S16 29187734;28528544;37453647;281 |MAGGEGGVTLGQPHLSRQDLATLD |False False 3.924 [2.404 |0.929 False False False 0.598
musculus [translation 35057;39627609 IVTKLTPLSHEVISRQATINIGTIGHVA
initiation HGKSTVVKAISGVHTVRFKNELERN
factor 2 ITIKLGYANAKIYKLDDPSCPRPECYR
subunit 3, SCGSSTPDEFPTDIPGTKGNFKLVRH
X-linked IVSFVDCPGHDILMATMLNGAAVMD

IAALLLIAGNESCPQPQTSEHLAAIEI
MKLKHILILQNKIDLVKESQAKEQYE
QILAFVQGTVAEGAPIIPISAQLKYNI
EVVCEYIVKKIPVPPRDFTSEPRLIVI
RSFDVNKPGCEVDDLKGGVAGGSIL
KGVLKVGQEIEVRPGIVSKDSEGKL
MCKPIFSKIVSLFAEHNDLQYAAPGG
LIGVGTKIDPTLCRADRMVGQVLGA
IVGALPEIFTELEISYFLLRRLLGVRTE
GDKKAAKVQKLSKNEVLMVNIGSLS
TGGRVSAVKADLGKIVLTNPVCTEVG
EKIALSRRVEKHWRLIGWGQIRRGV
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