UniprotKB Entry name |organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol |nucleus mitochndrion ent!oplasmlc golgi plasma extl“acellular
ID sites sites reticulum apparatus membrane region
Q9ZON2 IF2H_MOUSE Mus Eukaryotic|38.223321 NaN S16 40997131 MAGGEAGVTLGQPHLSRQDLATLD (False False 2.793 |2.782 1.747 1.195 0.6 1.647 1.724
musculus |translation IVTKLTPLSREIISRQATINIGTIGHVA

initiation HGKSTVVKAISGVHTVRFKNELERN

factor 2 ITIKLGYANAKIYKLDDSSCPRPECYR

subunit 3, SCGSSTPDEFPSDIPGTKGNFRLVR

Y-linked

HVSFVDCPGHDILMATMLNGAAVM
DAALLLIAGNESCPQPQTSEHLAAIE
IMKLKHILILQNKIDLVKESQAKEQY
EQILAFVQGTVAEGAPIIPISAQLKYN
IEVVCEYIVKKIPVPLRDFTSEPRLIVI
RSFDVNKPGCEVDDLKGGVAGGSIL
KGVLKVGQEIEVRPGIVSKDGEGKL
MCKPIFSKIVSLFAEHNDLQYAAPGG
LIGVGTKIDPTLCRADRMVGQVLGA
IVGALPEIFTELEISYFLLRRLLGVRTE
GDKKAAKVQKLSKNEVLMVNIGSLS
TGGRVSAVKADLGKIVLTNPVCTEVG
EKIALSRRVEKHWRLIGWGQIRRGV
TIKPTIDDE




