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D Entry name |organism [full name oglcnacscore |oglcnac sites  |phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion reticulum
Q97103 IADNP_MOUSE Mus Activity- 30.265436 S358;5408;5412(598;5408;5412;S607;5708;S737;S8 |36852467;39627609;34887587;400 [MFQLPVNNLGSLRKARKTVKKILSDI |False True False [4.0 False False
musculus |dependent 04;S875;S877;S885;S888;S904;S95 21952 GLEYCKEHIEDFKQFEPNDFYLKNT
neuroprotector 9;5961;S1077 TWEDVGLWDPSLTKNQDYRTKPFC
homeobox CSACPFSSKFFSAYKSHFRNVHSED
protein FENRILLNCPYCTFNADKKTLETHIK

IFHAPNSSAPSSSLSTFKDKNKNDG
LKPKQADNVEQAVYYCKKCTYRDPL
YEIVRKHIYREHFQHVAAPYIAKAGE
KSLNGAVSLGTNAREECNIHCKRCL
FMPKSYEALVQHVIEDHERIGYQVT
IAMIGHTNVVVPRAKPLMLIAPKPQD
KKGMGLPPRISSLASGNVRSLPSQQ
MVNRLSIPKPNLNSTGVNMMSNVH
LQQNNYGVKSVGQSYGVGQSVRLG
LGGNAPVSIPQQSQSVKQLLPSGNG
RSFGLGAEQRPPAAARYSLQTANTS
LPPGQVKSPSVSQSQASRVLGQSSS
KPPPAATGPPPSNHCATQKWKICTIC
NELFPENVYSVHFEKEHKAEKVPAV
IANYIMKIHNFTSKCLYCNRYLPTDTL
LNHMLIHGLSCPYCRSTFNDVEKM
IAAHMRMVHIDEEMGPKTDSTLSFD
LTLQQGSHTNIHLLVTTYNLRDAPA
ESVAYHAQNNAPVPPKPQPKVQEKA
DVPVKSSPQAAVPYKKDVGKTLCPL
CFSILKGPISDALAHHLRERHQVIQT
IVHPVEKKLTYKCIHCLGVYTSNMTA
STITLHLVHCRGVGKTQNGQDKTNA
PSRLNQSPGLAPVKRTYEQMEFPLL
KKRKLEEDADSPSCFEEKPEEPVVL
IALDPKGHEDDSYEARKSFLTKYFNK
QPYPTRREIEKLAASLWLWKSDIASH
FSNKRKKCVRDCEKYKPGVLLGFN
MKELNKVKHEMDFDAEWLFENHD
EKDSRVNASKTVDKKHNLGKEDDS
FSDSFEHLEEESNGSGSPFDPVFEV
EPKIPSDNLEEPVPKVIPEGALESEK
LDQKEEEEEEEEEDGSKYETIHLTEE
PAKLMHDASDSEVDQDDVVEWKDG
IASPSESGPGSQQISDFEDNTCEMKP
GTWSDESSQSEDARSSKPAAKKKAT
IVQDDTEQLKWKNSSYGKVEGFWSK
DQSQWENASENAERLPNPQIEWQN
STIDSEDGEQFDSMTDGVADPMHG
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