endoplasmic [golgi

}Jl;l iprotKB Entry name organism (full name oglcnacscore :igilecsnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion reticulum [appara
Q97188 DYR1B_MOUSE Mus Dual specificity [46.969581 'T625;S629 T63;T92;T111;T129;T171;S262;T27 [22645316;40885482;35822049 MAVPPGHGPFSGFPGPQEHTQVLPD |True False 2.429 [4.311 1.788 1.063 0.547
musculus |tyrosine- 1;T273;T401;S624 'VRLLPRRLPLAFRDAASAPLRKLSVD
phosphorylation- LIKTYKHINEVYYAKKKRRAQQAPPQ
regulated kinase DSSTKKEKKVLNHGYDDDNHDYIVR
1B SGERWLERYEIDSLIGKGSFGQVVKA

'YDHQTQELVAIKIIKNKKAFLNQAQI
ELRLLELMNQHDTEMKYYIVHLKR
HFMFRNHLCLVFELLSYNLYDLLRN
THFRGVSLNLTRKLAQQLCTALLFL
ATPELSITHCDLKPENILLCNPKRSAI
KIVDFGSSCQLGQRIYQYIQSRFYRS
PEVLLGTPYDLAIDMWSLGCILVEM
HTGEPLFSGSNEVDQMSRIVEVLGI
PPAPMLEQAPKARKYFERLPGGGWT
LRRTKELRKDYQGPGTRRLQEVLGV
QTGGPGGRRAGEPGHSPADYLRFQD
LVLRMLEYEPAARISPLGALQHGFFR
RTADEATNTGPAGSSASTSPAPLDTC
PSSSTASSISSSGGSSGSSNDNRAYR
'YSNRYCGGPGPPITDCEMNSPQVLP
SQPLRPWAGGDVPHKTHQAPISAST
LPGTGAQLPPLPRCLGRPPSPTSPPP
PELMDVSLVGSPPDCSPPPPAPAPQ
HPAASALRTRMTGGRPPLPPPDDPA
TLGPRLGLHGVPQSTAASS




