}j[;l iprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em.l()plasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
Q9Z1G4 'VPP1 MOUSE Mus \V-type [24.474581 NaN T257;T367;T371 |33300544 MGELFRSEEMTLAQLFLQSEAAYCC [None None None |None None None None None None
musculus [proton 'VSELGELGKVQFRDLNPDVNVFQRK

ATPase FVNEVRRCEEMDRKLRFVEKEIRKA

116 NIPIMDTGENPEVPFPRDMIDLEAN

kDa FEKIENELKEINTNQEALKRNFLELT

subunit ELKFILRKTQQFFDEAELHHQQMAD

al PDLLEESSSLLEPNEMGRGAPLRLG

FVAGVINRERIPTFERMLWRVCRGN
VFLRQAEIENPLEDPVTGDYVHKSVF
IIFFQGDQLKNRVKKICEGFRASLYP
CPETPQERKEMASGVNTRIDDLQM
VLNQTEDHRQRVLQAAAKNIRVWFI
KVRKMKAIYHTLNLCNIDVTQKCLIA
EVWCPVTDLDSIQFALRRGTEHSGS
TVPSILNRMQTNQTPPTYNKTNKFT
HGFQNIVDAYGIGTYREINPAPYTVIT
FPFLFAVMFGDFGHGILMTLFAVW
MVLRESRILSQKHENEMFSMVFSG
RYIILLMGLFSIYTGLIYNDCFSKSLN
IFGSSWSVRPMFTQGNWTEETLLGS
SVLQLNPAIPGVFGGPYPFGIDPIWN
IATNKLTFLNSFKMKMSVILGIIHML
FGVSLSLFNHIYFKKPLNIYFGFIPEIL
FMSSLFGYLVILIFYKWTAYDAHSSR
NAPSLLIHFINMFLFSYPESGNAML
YSGQKGIQCFLIVVAMLCVPWMLLF
KPLILRHQYLRKKHLGTLNFGGIRVG
NGPTEEDAEIIQHDQLSTHSEDAEE
FDFGDTMVHQAIHTIEYCLGCISNTA
SYLRLWALSLAHAQLSEVLWTMVIH
IGLHVRSLAGGLGLFFIFAAFATLTV
IAILLIMEGLSAFLHALRLHWVEFQN
KFYTGTGFKFLPFSFEHIREGKFDE




