UniprotKB Entry name organism [full name [oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9Z1L5 CA2D3_MOUSE |Mus Voltage- [24.474581 NaN T924 33300544 MAGPGSLCCASRGASALLATALLYA [False False 1.617 [1.838 [1.555 2.014 0.812 3.785 2.451
musculus |dependent IALGDVVRSEQQIPLSVVKLWASAFG

calcium GEIKSIAAKYSGSQLLQKKYKEYEKD

channel IVAIEEIDGLQLVKKLAKIMEEMFHKK

subunit SEAVRRLVEAAEEAHLKHEFDADLQ

alpha- [YEYFNAVLINERDKDGNFLELGKEFI

2/delta-3 LAPNDHFNNLPVNISLSDVQVPTNM

IYNKDPAIVNGVYWSESLNKVFVDNF
DRDPSLIWQYFGSAKGFFRQYPGIK
WEPDENGVIAFDCRNRKWYIQAATS
PKDVVILVDVSGSMKGLRLTIAKQTV
SSILDTLGDDDFFNIITYNEELHYVE
PCLNGTLVQADRTNKEHFREHLDKL
FAKGIGMLDIALNEAFNILSDFNHT
GQGSICSQAIMLITDGAVDTYDTIFA
KYNWPDRKVRIFTYLIGREAAFADNL
KWMACANKGFFTQISTLADVQENV
MEYLHVLSRPKVIDQEHDVVWTEAY
IDSTLPQAQKLADDQGLVLMTTVAM
PVFSKQNETRSKGILLGVVGTDVPVK
ELLKTIPKYKLGIHGYAFAITNNGYIL
THPELRPLYEEGKKRRKPNYSSVDL
SEVEWEDRDDVLRNAMVNRKTGKF
SMEVKKTVDKGKRVLVMTNDYYYT
DIKGTPFSLGVALSRGHGKYFFRGN
IVTIEEGLHDLEHPDVSLADEWSYCN
TDLHPEHRHLSQLEAIKLYLKGKEPL
LQCDKELIQEVLFDAVVSAPIEAYWT
SLALNKSENSDKGVEVAFLGTRTGL
SRINLFVGAEQLTNQDFLKAGDKEN
IFNADHFPLWYRRAAEQIAGSFVYSI
PFSTGTVNKSNVVTASTSIQLLDERK
SPVVAAVGIQMKLEFFQRKFWTASR
QCASLDGKCSISCDDETVNCYLIDN
NGFILVSEDYTQTGDFFGEVEGAVM
NKLLTMGSFKRITLYDYQAMCRANK
ESSDSAHGLLDPYKAFLSAAKWIMT
ELVLFLVEFNLCSWWHSDMTAKAQ
KLKQTLEPCDTEYPAFVSERTIKETT
GNIACEDCSKSFVIQQIPSSNLFMVV
IVDSSCLCESVAPITMAPIEIRYNESLK
CERLKAQKIRRRPESCHGFHPEENA
RECGGASSLQAQAALLLLPLVSSLFS
R




