}J];l iprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane [region
Q9Z1N7 IARI3B_MOUSE [Mus IAT-rich 24.992371 T529;S567|S87;S309 36852467 MEPLQQQQQQQQQKQPQQPLLQM [None None None [None None None None None None
musculus [interactive DAREKQGPQTRESQFLYASKLGTQP
domain- IALLSITPGRPSGSSVLGPLARVPPATP
containing VARMSEQSNVNSEPEEEEGGLEDE
protein 3B DGDDDVAEVAEKEAQAASKYFHMQ

KVTRQEPRATPMSSLLPVPGLSPQG
QQTKEDHTKDASKAPPSVPTAGQPS
WSLDEQLKQNGALAWSDDADGGRG
REISRDFAKLYELDGDPERKEFLDDL
FIFMQKRGTPINRIPIMAKQILDLYM
LYKLVTEKGGLVEIINKKIWREITKGL
NLPTSITSAAFTLRTQYMKYLYAYEC
EKKALSSPAELQAAIDGNRREGRRP
SYSSSLFGYSPAAAAAAAAAAAAAAA
SAASAGTPALLSSPKIRFSILGLGSSS
GTSASSPRIPPASTLRKGDGVPVPVP
NRLAVSGTLAGQQAGNRPGPLEHLR
ERLESGEPPEKKASRLSEEEQRLVQ
QAFQRNLFSMARQLPMKIRINGRED
RAEPSAPALNLTTSNIGSINMSVDID
GTTYTGVLFAQKPVVHLIAGSTPQSI
GSSASSSNSSSSHCSPSPTSSRGTPS
IAEPSTSWSL




