UniprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extt:acelll

ID name sites sites reticulum |apparatus membrane region

Q9Z1Q9 SYVC_MOUSE Mus Valine- [40.476303 NaN S436;5526 22645316;24788674;34887587;291 |MSILYVSPHPDAFPSLRALIAARYGE ([True False 3.466 [2.111 [4.452 1.533 0.802 1.371 1.252
musculus [-tRNA 25738;37453647;39627609 AGDGPGWGGPHPRICLQPPPSSRTP

ligase

FPPPRLPALEQGPGGLWVWGAPAVA
QLLWPAGLGGPGGSRAAVLVQQWV
SYADTELIPAACGATLPALGLRGPGQ
DPQAALGALGKALNPLEDWLRLHTY
LAGDAPTLADLAAVTALLLPFRYVLD
PSARRIWGNVTRWENTCVRQPEFRA
VLGEVALYSGARSVTQQPGSEVIAPQ
KTPAQLKKEAKKREKLEKFQQKQKT
QQQPPHGEKKPKPEKKEKRDPGVIT
YDLPTPPGEKKDVSGAMPDSYSPQY
VEAAWYPWWERQGFFKPEYGRPSV
SAPNPRGVFMMCIPPPNVTGSLHLG
HALTNAIQDSLTRWHRMRGETTLW
NPGCDHAGIATQVVVEKKLWKERGL
NRHQLGREAFLEEVWKWKAEKGDR
[YHQLKKLGSSLDWDRACFTMDPKL
SATVTEAFVRLHEEGVIYRSTRLVN
WSCTLNSAISDIEVDKKELTGRTLLP
VPGYKEKVEFGVLVSFAYKVQGSDS
DEEVVVATTRIETMLGDVAVAVHPK
DPRYQHLKGKCVVHPFLSRSLPIVFD
DFVDMEFGTGAVKITPAHDQNDYEV
GQRHRLEAISIMDSKGALINVPPPFL
GLPRFEARKAVLAALKERGLFRGVK
DNPMVVPLCNRSKDVVEPLLRPQW
'YVRCGEMAQAASAAVTRGDLRILPE
AHQRTWHSWMDNIRDWCISRQLW
WGHRIPAYFITVHDPAVPPGEDPDG
RYWVSGRTEAEAREKAAREFGVSPD
KISLQQDEDVLDTWFSSGLFPFSIFG
WPNQSEDLSVFYPGTLLETGHDILF
FWVARMVMLGLKLTGKLPFREVYL
HAIVRDAHGRKMSKSLGNVIDPLDV
IHGVSLQGLYDQLLNSNLDPSEVEK
AKEGQKADFPAGIPECGTDALRFGL
CAYTSQGRDINLDVNRILGYRHFCN
KLWNATKFALRGLGKGFVPSATSKP
EGHESLVDRWIRSRLTEAVRLSNEG
FQAYDFPAITTAQYSFWLYELCDVYL
ECLKPVLNGVDQVAAECARQTLYTC
LDVGLRLLSPFMPFVTEELFQRLPR
RTPKAPASLCVTPYPEPSECSWKDPE
AEAALELALSITRAVRSLRADYNLTR
TRPDCFLEVADEATGALASAVSGYV
QALASAGVVAVLALGAPAPQGCAVA
VASDRCSIHLQLQGLVDPARELGKL
QAKRSEAQRQAQRLQERRAASSYSA
KVPLEVQEADEAKLQQTEAELRKVD
EAIALFQKML




