
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q9Z1W9 STK39_MOUSE Mus
musculus

STE20/SPS1-
related
proline-
alanine-rich
protein
kinase

24.048659 NaN T243;T247;S321;T366;S382;S383;S
397;S405

33300544;37507081 MAEPSGSPVHVQLSQQAAPVTAAAA
TAPAAATSAPAPAPAPAPAASAAPAP
APAAAPAPAPAAQAVGWPICRDAYEL
QEVIGSGATAVVQAALCKPRQERVAI
KRINLEKCQTSMDELLKEIQAMSQC
SHPNVVTYYTSFVVKDELWLVMKLL
SGGSMLDIIKYIVNRGEHKNGVLEE
AIIATILKEVLEGLDYLHRNGQIHRDL
KAGNILLGEDGSVQIADFGVSAFLAT
GGDVTRNKVRKTFVGTPCWMAPEV
MEQVRGYDFKADMWSFGITAIELAT
GAAPYHKYPPMKVLMLTLQNDPPTL
ETGVEDKEMMKKYGKSFRKLLSLCL
QKDPSKRPTAAELLKCKFFQKAKNR
EYLIEKLLTRTPDIAQRAKKVRRVPG
SSGHLHKTEDGDWEWSDDEMDEK
SEEGKAAASQEKSRRVKEENSEISV
NAGGIPEQIQSLSVHDSQAQPNANE
DYREGPCAVNLVLRLRNSRKELNDI
RFEFTPGRDTADGVSQELFSAGLVD
GHDVVIVAANLQKIVDDPKALKTLTF
KLASGCDGSEIPDEVKLIGFAQLSVS

True True 4.659 3.279 1.702 1.382 1.233 5.0


