
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Z280 PLD1_MOUSE Mus
musculus

Phospholipase
D1

25.019509 S554 S499;S561;S629 34418053 MSLKSETRVNTSTLQKIAADMSNLI
ENLDTRELHFEGEEVEYDASPGDPK
AQEGCIPFSSIYNTQGFKEPNIQTYL
SGCPIKAQVLEVERFTSTSRVPSINLY
TIELTHGEFTWQVKRKFKHFQEFHR
ELLKYKAFIRIPIPTKRHTFRRQNVKE
EPREMPSLPRSSENAIQEEQFFGRR
KQLEDYLTKILKMPMYRNYHATTEF
LDVSQLSFIHDLGPKGLEGMIMKRS
GGHRIPGVNCCGHGRACYRWSKRW
LIVKDSFLLYMKPDSGAIAFVLLVDK
EFRVKVGRKETETKYGLRIDNLSRTL
ILKCNSYRHARWWGGAIEEFIRKHG
ADFLKDHRFGSYAALHENTLAKWYV
NAKGYFEDIANAMEEASEEIFITDW
WLSPEIFLKRPVVEGNRWRLDCILK
RKAQQGVRIFIMLYKEVELALGINSE
YSKRTLMRLHPNIKVMRHPDHVSSS
VYLWAHHEKLVIIDQSVAFVGGIDLA
YGRWDDNEHRLTDVGSVKRVTSGL
SLGSLTAASVESMESLSLKDKHEFH
KKEPISKIVDETDMKLKGIGKSRKFS
KFSLYRQLHRHHLHNADSISSIDSTS
SYFSHCRSHQNLIHGLKPHLKLFHP
SSESEQGLTRHSTDTGSIRSVQTGVG
ELHGETRFWHGKDYCNFVFKDWVQ
LDKPFADFIDRYSTPRMPWHDIGSV
VHGKAARDVARHFIQRWNFTKIMKP
KYRSLSYPFLLPKSQATAHELRYQVP
GAVPAKVQLLRSAADWSAGIKHHEE
SIHAAYIHVIENSKHYIYIENQFFISC
ADDKVVFNKVGDRIAQRILKAHREG
QRYRVYIVIPLLPGFEGDISTGGGNA
LQAIMHFNYRTMCRGESSILEQLKP
ELGNKWINYISFCGLRTHAELEGNL
VTELIYVHSKLLIADDNTVIIGSANIN
DRSMLGKRDSEMAVIVQDTETVPSV
MDGKEYQAGRFARDLRLECFRLVLG
YLSDPSEDLQDPVSDKFFKEIWVSTA
ARNATIYDKVFRCLPNDEVHNLIQL
RDFINKPILAKEDALRAEEELRKIRG
FLVQFPLYFLSEENLLPSVGTKEAIV
PMEVWT

None None None None None None None None None


