UniprotKB Entry name organism |full name oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi pla
ID sites reticulum |apparatus me
Q9Z2C4 MTMR1_MOUSE Mus Phosphatidylinositol-|45.939219 S656;T667;5668(S47;S53 22645316;40885482;40021952 MDRPVAAAAAASAASCEGAGGPGPG (False True 3.152 [1.751 1.191 1.378 0.914 5.0

musculus

3-phosphate
phosphatase
MTMR1

PGASWRPSRVAGGASASSRHPSIETL
DSPTGSHVEWCKQLIAATISSQISGS
VTSENVSRDYKALRDGNKLAQMEE
APLFPGESIKAIVKDVIYICPFMGAVS
GTLTVITDFKMYFKNVERDPHFVLDV
PLGVISRVEKIGAQSHGDNSCGIEIV
CKDMRNLRLAYKQEEQRKLGIFENL
NKHAFPLSNGQVLFAFNYKEKFPVN
GWKVYDPVSEYKRQGLPNESWKISK
INSNYEFCDTYPAIIVVPTSVKDDDLS
KVAAFRAKGRVPVLSWIHPESQATIT
RCSQPLVGPNDKRCKEDEKYLQTIM
DANAQSHKLTIFDARQNSVADTNKA
KGGGYENESAYPNAELIFLEIHNIHV
MRESLRKLKEIVYPSIDESHWLSNV
DGTHWLEYIRVLLAGAVRIADKIESG
KTSVVIHCSDGWDRTSQLTSLAMLM
LDSYYRTIKGFEALIEKEWISFGHRF
ALRVGHGDDNHADADRSPIFLQFID
CVWQMTRQFPSAFEFNELFLITILD
HLYSCLFGTFLCNCEQQRIKEDVYT
NTISLWSYINSQLDEFSNPFFVNYE
NHVLYPVASMSHLELWVNYYVRWN
PRMRPQMPIHQNLKELLAIKAELQK
RVEDLQREMATRTISSSSERGSSPT
HSATPVHTSV




