UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q9Z2U1 PSA5_MOUSE [Mus Proteasome |26.73955 S198 S16;T55;S56;S63 |22556278 MFLTRSEYDRGVNTFSPEGRLFQVE [True False 4.642 [4.553 1.502 1.342 0.66 1.239 1.471
musculus [subunit 'YAIEAIKLGSTAIGIQTSEGVCLAVEK
alpha type- RITSPLMEPSSIEKIVEIDAHIGCAMS
5 GLIADAKTLIDKARVETQNHWFTYN

ETMTVESVTQAVSNLALQFGEEDAD
PGAMSRPFGVALLFGGVDEKGPQLF
HMDPSGTFVQCDARAIGSASEGAQS
SLQEVYHKSMTLKEAIKSSLIILKQV
MEEKLNATNIELATVQPGQNFHMF
TKEELEEVIKDI




