UniprotKB Entry name lorganism full loglcnacscore oglcnac P h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus imitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q972X8 KEAP1_MOUSE Mus Kelch-like (28.757601 NaN NaN 25153642;28528544 MQPEPKLSGAPRSSQFLPLWSKCPE [None None None [None None None None None None
musculus |[ECH- GAGDAVMYASTECKAEVTPSQDGN
associated RTFSYTLEDHTKQAFGVMNELRLSQ
protein 1 QLCDVTLQVKYEDIPAAQFMAHKVV

LASSSPVFKAMFTNGLREQGMEVVS
IEGIHPKVMERLIEFAYTASISVGEKC
VLHVMNGAVMYQIDSVVRACSDFL
VQQLDPSNAIGIANFAEQIGCTELHQ
RAREYIYMHFGEVAKQEEFFNLSHC
QLATLISRDDLNVRCESEVFHACID
WVKYDCPQRRFYVQALLRAVRCHAL
TPRFLQTQLQKCEILQADARCKDYLV
QIFQELTLHKPTQAVPCRAPKVGRLI
YTAGGYFRQSLSYLEAYNPSNGSWL
RLADLQVPRSGLAGCVVGGLLYAVG
GRNNSPDGNTDSSALDCYNPMTNQ
IWSPCASMSVPRNRIGVGVIDGHIYA
VGGSHGCIHHSSVERYEPERDEWH
LVAPMLTRRIGVGVAVLNRLLYAVG
GFDGTNRLNSAECYYPERNEWRMI
TPMNTIRSGAGVCVLHNCIYAAGGY
DGQDQLNSVERYDVETETWTEVAP
MRHHRSALGITVHQGKIYVLGGYDG
HTFLDSVECYDPDSDTWSEVTRMTS
GRSGVGVAVTMEPCRKQIDQQNCT
C




