
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Z315 SNUT1_MOUSE Mus
musculus

U4/U6.U5
tri-
snRNP-
associated
protein	1

27.796441 NaN T189;S321;S348;T430;S480;S492;S
527;S597;S602;S604;S627;T701;S7
67;T770;S795

39627609;34887587 MGSSKKHRGEKEAAGTTAAAGTGG
TTEQPPRHREHKKHKHRSSGGGSS
GGERRKRSRERGSERGSGRRGAEAE
ARSGAHGRERSQAEPSERRVKREKR
DDGYEAAASSKASSGDASSLSIEETN
KLRAKLGLKPLEVNAVKKEAGTKEE
PVAADVINPMALRQREELREKLAAA
KEKRLLNQKLGKIKTLGEDDPWLDD
TAAWIERSRQLQKEKDLAEKRAKLL
EEMDQEFGVSTLVEEEFEQRRQDLY
SARDLQGLTVEHAIDSFREGETVVLT
LKDKGVLQDGEDVLVNVNMVDKER
ADKNVELRKKKPDYLPYAEDESVDD
LAQQKPRSILAKYDEELEGERPHSFR
LEQGGMADGLRERELEEIRTKLRLQ
AQSLSSVGPRLASEYLSPEEMVTFKK
TKRRVKKIRKKEKEVIMRADDLLPLG
DQTQDGDFGSRLRGRGRRRVPEVE
EEALEDEEKDPVAQPPPSDDTRVEN
MDISDEEDGGALPPGSPEGLEEDEA
ELELQKQLEKGRRLRQLQQLQQLRD
SGEKVLEIVKKLESRQRGWEEEEDP
ERKGTIVFNATSEFCRTLGEIPTYGL
AGNREEQEELMDFERDEERSANGG
SESDGEENIGWSTVNLDEEKQHQD
FSASSTTILDEEPIVNRGLAAALLLCQ
NKGLLETTVQKVARVKAPNKSLPSA
VYCIEDKMAIDDKYSRREEYRGFTQ
DFKEKDGYKPDVKIEYVDETGRKLTP
KEAFRQLSHRFHGKGSGKMKTERR
MKKLDEEALLKKMSSSDTPLGTVAL
LQEKQKAQKTPYIVLSGSGKSMNAN
TITK

True False 2.325 4.119 1.197 0.896 2.0 0.908 1.219


