
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9ZW06 PUM2_ARATH Arabidopsis
thaliana

Pumilio
homolog
2

27.144759 NaN S202;T269 28154133 MIPELGRRPMHRGNEDSSFGDDYE
KEIGVLLGEQQRRQVEADELERELN
LYRSGSAPPTVDGSVSAAGGLFSGG
GGAPFLEFGGGNKGNGFGGDDEEF
RKDPAYLSYYYANMKLNPRLPPPLM
SREDLRVAQRLKGSSNVLGGVGDRR
KVNDSQSLFSMPPGFDQRKQHEFE
VEKTSASSSEWDANGLIGLPGLGIGG
KQKSFADIFQADMGHGHPVTKQPSR
PASRNTFDENVDSKNNLSPSASQGI
GAPSPYSYAAVLGSSLSRNGTPDPQA
IARVPSPCLTPIGSGRVSSNDKRNTS
NQSPFNGGLNESSDLVNALSGMNL
SGSGGLDERGQAEQDVEKVRNYMF
GLQGGHNEVNQHGFPNKSDQAQKA
TGLLRNSQLRGAQGSTYNDGGGVAT
QYQHLDSPNYCLNNYGLNPAVASM
MANQLGTNNYSPVYENASAASAMG
FSGMDSRLHGGGYVSSGQNLSESR
NLGRFSNRMMGGGTGLQSHMADP
MYHQYADSLDLLNDPSMDVNFMG
NSYMNMLELQRAYLGAQKSQYGVP
YKSGSPNSHTDYGSPTFGSYPGSPLA
HHLLPNSLVSPCSPMRRGEVNMRY
PSATRNYAGGVMGSWHMDASLDEG
FGSSMLEEFKSNKTRGFELAEIAGH
VVEFSSDQYGSRFIQQKLETATSDEK
NMVYEEIMPHALALMTDVFGNYVIQ
KFFEHGLPPQRRELADKLFDNVLPL
SLQMYGCRVIQKAIEVVDLDQKIKM
VKELDGHVMRCVRDQNGNHVVQK
CIECVPEENIEFIISTFFGNVVTLSTH
PYGCRVIQRVLEHCHDPDTQSKVMD
EIMSTISMLAQDQYGNYVIQHVLEH
GKPDERTVIIKELAGKIVQMSQQKFA
SNVVEKCLTFGGPEEREFLVNEMLG
TTDENEPLQAMMKDQFANYVVQKV
LETCDDQQRELILGRIKVHLNALKKY
TYGKHIVARVEKLVAAGERRMALQS
LTQPQMA

None None None None None None None None None


