
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

S4R2A9 S4R2A9_MOUSE Mus
musculus

NaN 26.781227 NaN NaN 36064721;34887587 XGILAVAWSMADPELLLSCGKDAKIL
CSNPNTGEVLYELPTNTQWCFDIQW
CPRNPAVLSAASFDGRISVYSIMGGS
IDGLRQKQVDKLSSSFGNLDPFGTG
QPLPPLQIPQQSAQHSIVLPLKKPPK
WIRRPVGASFSFGGKLVTFESVAVPL
QQGAEQQRRQPVFISQVVTEKDFLN
RSAQLQHAVQSQGFIGYCQKKIEAS
QTEFEKNVWSFLKVNFEEDSRGKYL
ELLGYRKEDLGQKRIKEEKQECDFL
PSAGGTFNISVSGDIDGLITRALLTG
NFESAVDLCLHDNRMADAIILAIAG
GQELLAQTQKKYFAKSQSKITRLITA
VVMKNWREIVESCDLKNWREALAA
VLTYAKPDEFSALCDLLGTRLEREGD
SLLRTQACLCYICAGNVERLVACWT
KAQDGSSPLSLQDLIEKVVILRKAVQ
LTQALDTNTVGALLAEKMSQYASLL
AAQGSIAAALAFLPDNTNQPNIVQLR
DRLCKAQGKPVSGQESSQSPYERQP
LSKGRPGPVAGHSQMPRVQTQQYYP
HVRIAPTVTTWSNKTPTALPSHPPAA
SPSDTQGENPPPPGFIMQGNVIPNP
AAPLPTAPGHMPSQLPPYPQPQPYQ
PAQQYSFGTGGAAAYRPQQPVAPPA
SNAYPNTPYISPVASYSGQPQMYTAQ
QASSPTSSSAASFPPPSSGASFQHGG
PGAPPSSSAYALPPGTTGPQNGWND
PPALNRVPKKKKMPENFMPPVPITS
PIMNPSGDPQSQGLQQQPSTPGPLS
SHASFPQQHLAGGQPFHGVQQPLA
QTGMPPSFSKPNTEGAPGAPIGNTIQ
HVQALPTEKITKKPIPEEHLILKTTFE
DLIQRCLSSATDPQTKRKLDDASKRL
EFLYDKLREQTLSPTIINGLHSIARSI
ETRNYSEGLSVHTHIVSTSNFSETSA
FMPVLKVVLSQASKLGV

None None None None None None None None None


