}Jl;l iprotKB Entry name organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi
name sites reticulum |appara
U3KPZ7 U3KPZ7_HUMAN [Homo RNA- [29.431777 S183;5187;T386;S407;T467;5468;T |NaN 30620550;31492838;35254053 MLIEDVDALKSWLAKLLEPICDADPS [None None None [None |None None None
sapiens binding 484;5491;5494;S683 IALANYVVALVKKDKPEKELKAFCAD
protein QLDVFLQKETSGFVDKLFESLYTKN
27 YLPLLEPVKPEPKPLVQEKEEIKEEV

FQEPAEEERDGRKKKYPSPQKTRSE
SSERRTREKKREDGKWRDYDRYYER
NELYREKYDWRRGRSKSRSKSRGLS
RSRSRSRGRSKDRDPNRNVEHRER
SKFKSERNDLESSYVPVSAPPPNSSE
QYSSGAQSIPSTVTVIAPAHHSENTT
ESWSNYYNNHSSSNSFGRNLPPKR
RCRDYDERGFCVLGDLCQFDHGND
PLVVDEVALPSMIPFPPPPPGLPPPP
PPGMLMPPMPGPGPGPGPGPGPGP
GPGPGPGHSMRLPVPQGHGQPPPS
IVVLPIPRPPITQSSLINSRDQPGTSAV
PNLASVGTRLPPPLPQNLLYTVSEHT
YEPDGYNPEAPSITSSGRSQYRQFFS
RTQTQRPNLIGLTSGDMDVNPRAAN
IVIQTEPPVPVSINSNITRVVLEPDSR
KRAMSGLEGPLTKKPWLGKQGNNN
QNKPGFLRKNQYTNTKLEVKKIPQE
LNNITKLNEHFSKFGTIVNIQVAFKG
DPEAALIQYLTNEEARKAISSTEAVL
NNRFIRVLWHRENNEQPTLQSSAQ
LLLQQQQTLSHLSQQHHHLPQHLH
QQQVLVAQSAPSTVHGGIQKMMSK
PQTSGAYVLNKVPVKHRLGHAGGN
QSDASHLLNQSGGAGEDCQIFSTPG
HPKMIYSSSNLKTPSKLCSGSKSHD
IVQEVLKKKQEAMKLQQDMRKKRQE
IVLEKQIECQKMLISKLEKNKNMKPE
ERANIMKTLKELGEKISQLKDELKTS
SAVSTPSKVKTKTEAQKELLDTELDL
HKRLSSGEDTTELRKKLSQLQVEAA
RLGILPVGRGKTMSSQGRGRGRGRG
GRGRGSLNHMVVDHRPKALTVGGF
IEEEKEDLLQHFSMEFCSCCPGWSA
MVRSRLTATSASLVQVILLPQPPKQL
RLQEREDDGHELQAAFRHAPGAAR

ITQILQSALWLRGHAPSLSPSPAGT




