
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5AKF9 V5AKF9_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MWRCCGRLHVALLRRRWALTASPT
GVAVRLHGARTTEPCECHAQRHWD
CGTKQPRLSFGASGTCWLQLGGVSG
MLHRTGVVMAPRRGSCDGSDAATR
RRLEETRQPQWTMSSTVEEILLEGS
TLDTEMKLNDFLRSNLGEEWILDAN
ENVTMQEFVQDPEMFFQNERLLRTI
KASPSYKVLEAINKLHDEGVFSLEQ
WRDYEGKDTITPLARGILNAALTQAE
ERLIREAEERRRRAQEMKSTISTNIE
DVLFRGEFRYREMELNDFLLLRFGG
KGVVATNRSVLLEEFFKDPARYIRDE
GVLNEIKASDGYWRMEWTVKEEMN
MEEDVKKLHYNHVISLLGWSLATPE
VKEIAHGITKRFLDAALHVARKPTTT
SAAMKLEGFYESVYNARWHHVVEV
TGGEGTGLEVKEGKPEQQWTYKTVG
DTLEKDDGAQQSGEATPVLMVPTSD
KGWPYSWYMIQDSPKDFFVNCEVE
RVWQIVLGDLTKWFSNFDLTLNSSP
VRRLLIGTPGIGKSVAAGSYLLYQLL
HYDAEKLQVVVHCFGDTMYVFDKT
AKTVTTYMGNEISIVVLDGLWQSGM
KGYIIYDVARKGTPPDTGFAPSSGWG
MIVVSSPEVSNYDEWEKQLKASRII
MNCPDEMDVKAMCVWMKRGLEPD
EQAEYWRMXXXXKWYSEDPCHKLV
KVVREITEEGAEVFLNALISADIGFRI
ADRLAKKMATKDLLLLILRSRGALAS
RALEQLGLRVFMRGEFFSALVEELN
ELRPPERKEAQDSVLKVNHQGHPAR
TVGLKELQGGVTRIPMECGVLYIPKV
ENFPLVDGFFFVNSPWRTLVGLQM
TTASAHHTTTSTVRQFTEHLAAYFE
GWEELSRDMSWEIIYVQHAGSKNIS
KWQGCDAVNPNNETDAEKKIVAFW
DGKVHQYQFVLTTDFVNKI

None None None None None None None None None


