endoplasmic |golgi plasma extracellular

UniprotKB Entry name organism full oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion . .

ID name sites sites reticulum apparatus membrane region

'V5AKS1 'V5AKS1_TRYCR [Trypanosoma|NaN (19.946178 NaN NaN 30984116 MSGRPEEGLYGNVESQSSNFSQGR [None None None [None None None None None None
cruzi Dm28c RRRTRSEFEGDTDYSSNTRIRLEGM

YRPQWTMSSSVEDILLGGSTNRTDM
KLNEFIRSNLGEEWVVERNGNVTM
GIFVQNPETFIQNERLLHTITTSPQY
RELKILLEAINKLHHEGVYSLRQWK
EYKGKDTVTLLASGKLNRVITDIEIEE
KERREEEERARREEKARRDADEEKA
RREAVEIAKRENEKLIREAEARVRRE
AEERVKRREAEMKFTMSTNIEDVLF
QGGVRVKGIKLNDFLLLEMEGSGIV
DTNRNVLLEEFFNEPARYIPDAEVL
NGMKTTVRYLKMGRAVMKEVDME
KDVRMLHEKGVVSLEQWRNYEGKD
TVSPLAKGTLDAALSRVQTSTSVVKS
TVLEGLYESVYNASWSHVVEVPGSE
RTGMEVREGEAPQSWSYKKSGQTF
EKDDGVQQSGEAPPVLMVLTSNKG
WPYSWREDEFIRDCYVNCEVERVW
QIVEHDLNECFSTRGETKLTPGRLLV
IGTPGIGKSMNAGSYLLYQLLHYDAE
KLPVVLYVIGNDAFLFEKTTKTVTKY
MDEFSIDDVLRSLSIPGVKGYIIYDVA
KGCRKPYQIASTREWGMIVLSSPNE
DNFDAWEKYKSPKRIIMNCPENDDV
KAMCVWMKRNEPTEQAGYWRNVN
GRMEGVGPILRYIFDENKYNGRVQS
CEDTINELNRIDAEYYLHFGTKEML
GGDKVSHKLVRIVRVRGVRNIESTF
NGLMSPYLGNLTLCKLAELMAPND
FILLILAIKDDLISKALEKYSVFAFLSE
GFVNAITPKLKXXXXLKMKKKKMKM
IHHIAVRWNHIHMSALSSPVFYRYW
KILRRRLK




