UniprotKB Entry name organism  [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol [nucleus jmitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
IVBALWO IVSALWO_TRYCR [Trypanosoma [mannose-1- 19.946178 NaN NaN 30984116 MSEEKKSGANSKGMRAVILVGGYGT [None None None [None None None None None None

cruzi Dm28c [phosphate RLRPLTLTMPKPLVPFCNKPIIVHQV

guanylyltransferase

EALRDAGVTEVILAVAYRSDAMRKN
MEYWSKELGVSFVFSLEEEPLGTAG
PLALARDILLQDDQPFFVLNADITCR
FPLRELLSFHQKSGKEGTIAVTKVTD
IWQKYGVVVFDEATGVIDQFVEKPKN
FVGDRINAGIYVFNKSVLNRIKLEKT
SIETQVFPQMASARQLCAFILEGFW
MDIGVPKDYIEGVGKYLRSLNGTPKE
SQEVYGFGQAHKTDDFTVIGSVIIDP
SAKIGKGCVIGPFATIGPGCVIGPTSR
IRHSAILDESTIGKGTLVDSSIIGWKS
RVGSWCRVVNNAVLGEDVEVKDEL
FLNGIKVLPNKSIVQSYHEPEVVM




