UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
V5AT58 'V5AT58 TRYCR [Trypanosoma [Vesicle-(19.946178 NaN NaN 30984116 MLCRRXXXXMKRLTQDAMWMDLE [None None None |None None None None None None
cruzi Dm28c |fusing LRLKKAGMKSGLNVRGKEDVTIGVL
ATPase SRSVQLCLAQENADFGVKENTFQE

MSEDPLELLFQNKDESVDVHSQWL
SLGIGGLGNQLHTLYRRVLLTRLPSL
RGVVKTIKLPHVRGVILHGPPGNGKT
LIARTIANLLDDRAKVTIVNSADILSK
I[YVGDSEKNLRALFLSAADVDDNGM
GERRDGTKNVLEGQLHTIIIDEIEAL
FRRRGESGDEGSAKAVYDGLTNQLL
TLMDGLEGAANILVIGLTNQLHVLD
RALLRPGRFEVVIEIPLPDREGRRDM
LFIHTRELRENHQLAPDVKLDLLVS
RTEGFSGADIAGLVRAASSHALIRYR
DSLGTALEETSHDGDSDEKSKVAEF
QISNEDFDLALRDILKSKWQNTPGE
MLGDESNDPYNGAGAPLVDYDGSF
SRNKEATRRLLRSIRQSRLVDAAIVII
IYGPPGSGKTVLARELLKLSEFDSKTY
ITGGVLHNRPHGSPLDEILTALRSAL
HSNGDIGIVIENVENYLRNNGPMDG
IVTLKVALQEFRTATHSHVPSRMHGA
EKGTSSSFKRLLILTTSEKEVMYELA
DGSEYDLLLSLRLIQRKDLMPLLHH
IYAVISPEVVTAEEVIRAYPPSLSYRQF
LRITDLALWRAHEDYLSANAGEIKKE
ETFYSRIDARFLQARRGLGGNGNAIS
LNSKEHLGNFSEAVRNVVSAMGFV
DNFHELVSVDDTVEGDEISW




